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Alex K. Shalek		Curriculum Vitae

EDUCATION

	Harvard University
	Cambridge, MA	
	A.M., Ph.D. Chemical Physics, 2006, 2011
	Thesis: “Nano- and Micro-structured Interfaces For Interrogating Living Cells”
	Advisor: Prof. Hongkun Park (Chemistry and Physics)

	Columbia University
	New York, NY	
	B.A. Chemical Physics, Summa Cum Laude, 2004

RESEARCH AND TEACHING EXPERIENCE
J. W. Kieckhefer Professor, Institute for Medical Engineering & Science and Department of Chemistry, MIT	Effective 7/2023-Present
Full Professor, Department of Chemistry, MIT	Effective 7/2023-Present
Associate Professor with Tenure, Department of Chemistry, MIT	2021-2023
Member, Ragon Institute of MGB, MIT, & Harvard	2020-Present
Associate Professor, Department of Chemistry, MIT	2019-2021
Institute Member, Broad Institute of MIT & Harvard	2019-Present
Extramural Member, Koch Institute for Integrative Cancer Research, MIT	2018-Present
Pfizer-Laubach Career Development Professorship, HST, MIT	2017-2020
Core Member, Institute for Medical Engineering & Science, MIT	2014-Present
Assistant in Immunology, MGB	2014-Present
Faculty, Harvard-MIT Health Sciences and Technology (HST), HMS	2014-Present
Associate Member, Ragon Institute of MGB, MIT, & Harvard	2014-2020
Assistant Professor, Department of Chemistry, MIT	2014-2019
Associate Member, Broad Institute of MIT & Harvard	2014-2018
Hermann L.F. Von Helmholtz Career Development Professor, HST, MIT	2014-2017
My research program is directed to the development and application of new technologies – rooted in nanotechnology and chemical biology – that facilitate our understanding of how cells collectively perform systems-level functions in healthy and diseased states.

Postdoctoral Fellow	2011-2014
Prof. Hongkun Park & Prof. Aviv Regev
Harvard University & Broad Institute of MIT and Harvard
Developed nano- and micro-scale technologies for perturbing and profiling single cells and cell populations. Applied these platforms to dissect naïve T cell differentiation and factors governing heterogeneity in the dendritic cell response to pathogens. 	

Graduate Research Associate	2004-2011
Prof. Hongkun Park	
Harvard University
Designed, fabricated, tested, and implemented nano- and micro-scale devices for biological applications. Utilized these tools to study antiviral sensing in dendritic cells, variability in the response of a primary human leukemia to perturbations, and signaling in networks of neurons.

	Teaching Fellow	2005-2007
Cellular Basis of Neuronal Function (MCB 115 – Fall 2007): Professor Venkatesh Murthy, Harvard
Advanced Physical Chemistry (Chem 91r – Spring 2006): Professor Eric Heller, Harvard
Physical Chemistry (Chem 160 – Fall 2005): Professor Eric Heller, Harvard
Statistical Thermodynamics (Chem 161 – Spring 2005): Professor Eugene Shakhnovich, Harvard

Undergraduate Research Associate	2003-2004
Prof. Louis Brus	
Columbia University
Optical and electrical properties of thin-film organic FETs and carbon nanotubes

Undergraduate Research Associate	2002
Prof. Richard Bersohn	
Columbia University
Gas-phase chemical reaction dynamics and kinetics modeling

AWARDS AND HONORS

2023-Present	J. W. Kieckhefer Professorship, MIT
2021	NIDA Avant Garde Pioneer (DP1) Award
2020	2019-2020 Harold E. Edgerton Faculty Achievement Award, MIT
2020	Young Mentor Award, Harvard Medical School
2019 	Selected as a “voice” who will guide the next 15 years of methods development, Nature Methods, 2019
2019	Selected as 1 of the 25 “voices” who will guide the next 25 years of Immunology, Immunity, Cell Press, 2019
2018-2022	Pew-Stewart Scholar
2018-2020	Alfred P. Sloan Research Fellow in Chemistry
2017-Present	Associate Editor, Science Advances
2017-2020	Pfizer-Laubach Career Development Professorship, MIT
2016	Associate Scientific Advisor, Science Translational Medicine
2015-2020	NIH Director’s New Innovator Award
2015-2019	Beckman Young Investigator
2015-2018	Searle Scholar
2015	NIH “Follow That Cell” Competition, First Place (team member)
2014-2017	Hermann L.F. Von Helmholtz Career Development Professor, MIT
2013	Excellence Award, Broad Institute
2012	Rowland Junior Fellowship, Harvard University (Declined)
2006	Dudley R. Herschbach Teaching Award, Harvard University
2005-2008	National Science Foundation Graduate Research Fellowship
2005	Certificate of Distinction in Teaching, Harvard University
2004	Phi Beta Kappa, Columbia University
2000-2004	John Jay Scholar, Columbia University
2000-2004	Dean’s List, Columbia University
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